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Cumulative antibiograms from community isolates can be a useful resource to inform empirical therapy recommendations as per Therapeutic Guidelines.

This document provides a cumulative antibiogram of isolates collected from patients in the community. Sullivan Nicolaides pathology services patients from all over Queensland
as well as Northern New South Wales. The data is divided into three parts

1. Urinary Antibiogram

¢ Note: only a subset of S.saprophyticus isolates have had routine susceptibility performed.

2. Non Urinary Antibiogram
3. Blood Culture Antibiogram

O e e o o o o o

Organisms are listed in descending order of frequency.

Organisms are colour coded according to whether they are Gram Positive or Gram Negative.

Only the first isolate of a given species per patient per year per subtype (e.g urine, non urine) is included.

Since 2012, susceptibility testing to produce these antibiograms is performed using EUCAST microbroth dilution and disc diffusion.?

Expert EUCAST rules in Antimicrobial Susceptibility testing have been applied.?

Where the total number of isolates tested is < 30, results are considered statistically invalid in accordance with CLSI M39-A4.3

Where only a subset (< 95%) of isolates from a particular organism group have been tested, reported susceptibilities are usually not indicative of the true susceptibility

ecause of the selective nature of testing only more resistant isolates. These occasions are marked with an * and susceptibility results should be interpreted with caution.

Signal resistances:
Some important antibiotic resistances have their origin or circulate in the community. At the end of each antibiogram, signal resistances are summarised

These organisms include

Enterobacterales resistant to third or fourth generation cephalosporins due to the presence of Extended Spectrum Beta Lactamases (ESBLS)

Enterobacterales resistant to third or fourth generation cephalosporins due to the presence of Plasmid Mediated AMPC production (PAMPS)

Enterobacterales resistant to carbapenems due to the presence of a plasmid mediated carbapenamase (CPE)

Non Enterobacterales (e.g Acinetobacter spp; Pseudomonas aeruginosa) resistant to carbapenems due to the presence of a plasmid mediated carbapenamase (CPNE)

Vancomycin resistant Enterococci (VRE)

Methicillin resistant Staphylococcus aureus (MRSA)

Vancomycin heteroresistant, intermediate and resistant Staphylococcus aureus (hVISA, VISA, VRSA)

Penicillin intermediate and resistant Streptococcus pneumoniae noting that breakpoints differ according to clinical condition (meningitis, pneumonia, other) and mode of administration
Penicillin intermediate and resistant viridans Streptococci
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Colour coding for all antibiograms tables is shown below.

. . . . 290% of isolates susceptible (where sample size <95% of total
>90°9 .
Gram Positive Organism . 290% of isolates susceptible isolates tested)
- 0, i i i 0,
Gram Negative Organism 70-89% of isolates susceptible _70 89% of isolates susceptible (where sample size <95% of total
isolates tested)
Antibiotic Not recommended to be used in children without o . . <70% of isolates susceptible (where sample size <95% of total
. specialist advice . <70% of isolates susceptible isolates tested)
Restricted or 2nd Line Antibiotics R Intr|ns_|c Resstance Is present with this organism-antibiotic *  Sample size <95% of the total isolates tested
combination
Restricted or 2nd Line Antibiotics and Antibiotic Not recommended . - . - T . . . P
0
to be used in children without specialist advice Yo Percentage of isolates sensitive to this particular antibiotic N Number of isolates tested with this antibiotic

References:
https://www.safetyandquality.gov.au/our-work/safety-in-e-health/
http://www.eucast.org/clinical_breakpoints/
http://www.eucast.org/expert_rules_and_intrinsic_resistance/

Clinical and Laboratory Standards Institute (CLSI). Guideline for Analysis and Presentation of Cumulative Antimicrobial Susceptibility (M39-A4). 3rd ed. Pennsylvania: CLSI, 2014
Www.snp.com.au
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Signal Resistances: Where the tables below contain no data no multiresistant organisms have been detected.

Urine: Extended spectrum beta lactamase producing Enterobacterales (ESBL)

No.
Positive

% of Strain

Citrobacter freundii complex n = 468 Citrobacter freundii 7 15
Citrobacter koseri, amalonaticus group n = 1343 Citrobacter farmeri 1 0.1
Citrobacter koseri 1 0.1

Enterobacter cloacae complex n = 1599 Enterobacter cloacae 33 2.1
Enterobacter hormaechei 1 0.1

Escherichia spp n = 63055 Escherichia coli 2480 3.9
Klebsiella aerogenes n = 990 Enterobacter aerogenes 5 0.5
Klebsiella spp n = 7708 Klebsiella oxytoca 4 0.1
Klebsiella pneumoniae 110 1.4

Morganella spp n = 650 Morganella morganii 2 0.3
Proteus mirabilis n = 2416 Proteus mirabilis 6 0.2
Serratia spp n =415 Serratia marcescens 3 0.7

Urine: Plasmid mediated AMPC producing Enterobacterales (PAMP)

No.
Positive

% of Strain

Citrobacter koseri, amalonaticus group n = 1343 Citrobacter koseri 1 0.1
Escherichia spp n = 63055 Escherichia coli 1285 2.0

Klebsiella spp n = 7708 Klebsiella oxytoca 2 0.0

Klebsiella pneumoniae 42 0.5

Proteus mirabilis n = 2416 Proteus mirabilis 6 0.2

Urine: Plasmid mediated Carbapenemase producing Enterobacterales (CPE)
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No. % of Strain

Positive

Citrobacter freundii complex n = 468 Citrobacter braakii 2 0.4
Citrobacter freundii 2 0.4

Citrobacter koseri, amalonaticus group n = 1343 Citrobacter koseri 1 0.1
Enterobacter cloacae complex n = 1599 Enterobacter cloacae 3 0.2
Escherichia spp n = 63055 Escherichia coli 5 0.0

Klebsiella spp n = 7708 Klebsiella oxytoca 2 0.0

Urine: Plasmid mediated Carbapenemase producing Non Enterobacterales (CPNE)

Urine: Vancomycin Resistant Enterococci (VRE)

Enterococcus spp n = 9692

No. % of Strain
Positive

No. % of Strain
Positive

Enterococcus faecalis(VRE) - VAN-B 1 0.0
Enterococcus faecium (VRE) - VAN-A 7 0.1
Enterococcus faecium (VRE) - VAN-B 15 0.2

Urine: Methicillin Resistant Staphylococcus aureus (MRSA)

No. % of Strain
Positive
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Non-urine Antibiogram
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Signal Resistances: Where the tables below contain no data no multiresistant organisms have been detected.

NonUrine: Extended spectrum beta lactamase producing Enterobacterales (ESBL)

No. % of Strain
Positive

Enterobacter cloacae complex n =125 Enterobacter cloacae 5 4.0
Escherichiaspp n =411 Escherichia coli 41 10.0
Klebsiella spp n =204 Klebsiella oxytoca 1 0.5
Klebsiella pneumoniae 7 3.4
Salmonella spp n =832 Salmonella species 5 0.6
Serratia spp n = 163 Serratia marcescens 1 0.6
Shigellaspp n =44 Shigella sonnei 1 2.3

NonUrine: Plasmid mediated AMPC producing Enterobacterales (PAMP)

Escherichia spp n =411

No.
Positive

% of Strain

Escherichia coli 14 3.4

Klebsiella spp n =204 Klebsiella pneumoniae 1 0.5

Proteus mirabilis n = 81 Proteus mirabilis 1 1.2
Salmonella spp n =832 Salmonella species 1 0.1

NonUrine: Plasmid mediated Carbapenemase producing Enterobacterales (CPE)

Serratia spp n = 163

Serratia marcescens

No.

Positive

% of Strain

0.6

NonUrine: Plasmid mediated Carbapenemase producing Non Enterobacterales (CPNE)

No.

Positive

% of Strain
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NonUrine: Vancomycin Resistant Enterococci (VRE)

No. % of Strain
Positive

Enterococcus spp n =81 Enterococcus faecium (VRE) - VAN-A 1 1.2

NonUrine: Methicillin Resistant Staphylococcus aureus (MRSA)

No. % of Strain
Positive
S.aureus (non-multiresistant MRSA) 3954 9.6
Staphylococcus aureus (ALL) n = 41010 Staphylococcus aureus (MRSA) 124 0.3
Staphylococcus aureus (UK EMRSA-15) 283 0.7

NonUrine: Streptococcus pneumoniae Penicillin Susceptibility (Non-meningitis breakpoints)

% of
Strain
Streptococcus pneumoniae n = 1392 Sensitive £0.06 mg/L 905 65.0
Intermediate 0.12 - 2 mg/L 468 33.6
Resistant > 2 mg/L 19 1.4

NonUrine: Streptococcus pneumoniae Ceftriaxone Susceptibility

% of
Strain
Streptococcus pneumoniae n = 1392 Sensitive £ 0.5 mg/L 8 0.6
Intermediate 1 - 2 mg/L 13 0.9
Resistant > 2 mg/L 5 0.4
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NonUrine: Streptococcus alpha haem (viridans Streptococci) Penicillin Susceptibility

% of
Strain
viridans Streptococci n =499 Sensitive £0.06 mg/L 480 96.2
Intermediate 0.12 - 1 mg/L 17 3.4
Resistant 22 mg/L 2 0.4

_ All SNP C it
Blood Culture Antibiogram ommunity
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Signal Resistances: Where the tables below contain no data no multiresistant organisms have been detected.

Blood Culture: Extended spectrum beta lactamase producing Enterobacterales (ESBL)

No. % of Strain
Positive

Escherichia spp n =38 Escherichia coli 3 7.9
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No. % of Strain
Positive

Escherichia spp n =38 Escherichia coli 1 2.6

Blood Culture: Plasmid mediated Carbapenemase producing Enterobacterales (CPE)
No. % of Strain
Positive
Blood Culture: Plasmid mediated Carbapenemase producing Non Enterobacterales (CPNE)

No. % of Strain
Positive

Blood Culture: Vancomycin Resistant Enterococci (VRE)

No. % of Strain
Positive

Blood Culture: Methicillin Resistant Staphylococcus aureus (MRSA)

No. % of Strain
Positive

Staphylococcus aureus (ALL) n =19 S.aureus (non-multiresistant MRSA) 1 5.3
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Blood Culture: Streptococcus pneumoniae Penicillin Susceptibility (Non-meningitis breakpoints)

Blood Culture: Streptococcus pneumoniae Ceftriaxone Susceptibility

% of
Strain

Streptococcus pneumoniaen =1 Sensitive £0.5 mg/L 1 100.0

Blood Culture: Streptococcus alpha haem (viridans Streptococci) Penicillin Susceptibility

viridans Streptococci n =10 Sensitive £ 0.06 mg/L 10 100.0

T Miscellaneous organism groupings detail report.
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